Enabling discovery and driving translational
medicine with high throughput technologies

CRISPR pooled and arrayed screening at VCFG
Why CRISPR screening?
Need a strategy to determine resistance in your cell line model? Interested in biomarker discovery in your patient
samples or in your in vivo model? Want to know how you can perform synthetic lethality screens? Do you know
what genes are essential in maintaining your cell viability? CRISPR screening enables you to answer all these
questions and then more – what do you want to discover?

What’s possible?

How long will a screen take?
Optimisation takes longer than the screen but it is critical to get all the parameters right at the outset.

Optimisation
Primary whole genome screen
Secondary screen

Viral

Synthetic

2-3 months
6-8 weeks
6-8 weeks

1-2 months
3 months
1-2 months

Who will help me?
We take you through the whole process step-by-step, from planning to execution through to analysis. Each team
member helps you through different aspect of the project and you are welcome to ask us questions any time! We
have user guides and SOPs available for all the platforms and equipment we house.

What scale library should I use?
That depends on the biological question you are asking! A whole genome screen enables unbiased discovery of
novel gene interactions. However, if you already have a specific biological pathway that you wish to target; or you
are wanting to do a secondary screen, then a focussed sublibrary is what you are after. There are other technical
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considerations such as cell line scalability and transducibility, which we can discuss in person. You can run a pooled
screen and then validate the hits using an arrayed screen.

What screen approach is right for me?
Screen type
Knock out
Activation
Inhibition
Applications
Cell viability
Cell morphology
Synthetic lethality
In vivo screen
Drug resistance screen
Read out
Sequencing
High content imaging
* These libraries are not available at VCFG

Pooled

Arrayed

√
√
√

√
√*
√*

√
X
√
√
√

√
√
√
X
√

√
X

√ (in development)
√

What instruments will I use?
For a viral pooled screen, you don’t need any fancy equipment. You can run the screen in your own lab, all you
need is plenty of incubator space. The fun starts when you perform an arrayed screen, you can use all the high
throughout instruments we have in the lab! These include BioTek406 liquid handling units, robots such as the
Janus and ALH3000 and the Cellomics CX7 LED and LZR automated microscopes.

How much will it cost?
There are lots of elements to a screen, we’ll work out the best approach for your project and then generate a ball
park figure.

The VCFG team – a collaborative and innovative partnership
Highly experienced, driving innovative technology and method development, housing large reagent and resource
collections, enabling complete end to end service, researcher focused, open access to everyone.

A/Prof Kaylene Simpson - Head, project management, grant support
Dr Susanne Ramm
- 2iC, 3D organoid characterization, screening, analysis
Dr Mark Li
- 3D screen support and fee for service, analysis
Jennii Luu
- Lab manager, automation specialist, 2D and 3D platforms
Karla Cowley
- High content imaging and analysis, 2D platform
Dr Henry Beetham
- MRFF stem cell project, 2D screens and analysis, CRISPR
Dr Twishi Gulati
- CRISPR screening, iLAB management, Business Development
Arthi Macpherson
- Equipment training, new instrumentation, PRIME management
Robert Vary
- Equipment training, screen support, fee for service projects
Louise Scerri
- Administrative support

You can find us on Level 11, Cluster 6, VCCC building - Come and chat any time!
https://www.petermac.org/research/core-facilities-and-services/victorian-centre-functional-genomics
https://research.unimelb.edu.au/facilities-and-resources/research-infrastructure/victorian-centre-forfunctional-genomics
With Support from NCRIS through Phenomics Australia and The University of Melbourne

